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Key Takeaway Points
2

First analysis of KIM-1 within an oligometastatic ccRCC cohort
 KIM-1 measured at baseline and 3 months were associated with progression free 

survival, systemic therapy free survival, overall survival

First analysis of ctDNA and KIM-1 in the same cohort
 Baseline ctDNA and KIM-1 were independently associated with systemic therapy 

free survival 

Kidney Cancer OligoMetastasis Prognostic Assessment Systemic Score (K-COMPASS 
model) integrates clinical features with ctDNA and KIM-1 to estimate systemic therapy 
free survival for oligometastatic ccRCC patients.

• https://www.trialdesign.org/one-page-shell.html#K-COMPASS
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Background
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KIM-1

• Kidney Injury Molecule 1 (KIM-1) is a transmembrane glycoprotein expressed in normal 
kidney and RCC. 

• Circulating KIM-1 is prognostic pre-nephrectomy, post-nephrectomy, and in metastatic 
RCC patients receiving systemic therapy.

ctDNA

• Circulating tumor DNA (ctDNA) is shed from malignancies and prognostic for outcomes 
across various cancer types.

• Its use has been limited in RCC given the low shedding phenotype of most RCC, the 
genetic heterogeneity in metastatic RCC, and its lower mutation burden
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Start Systemic 
therapyProgression

Polymet progression in >3 
sites of disease treatable 
with definitive RT

Oligometastatic 
RCC

-clear cell histology
-up to 5 mets

-no prior systemic 
therapy or >1 month 

off prior systemic 
therapy

Patient Population:

• Phase II trial investigating metastasis directed radiation therapy without systemic therapy (Tang 
et al. Lancet Onc 2025 and Tang et al. Lancet Onc 2021)

• 112/120 (93%) had KIM-1 and 89/120 (74%) had ctDNA 

Assays

• ELISA-based assay to measure plasma KIM-1 protein levels

• Customized ctDNA panels of ≤2000 somatic variants from WGS (Precise MRD, Myriad 
Genetics)
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Results – Baseline Detection

5

Baseline (60% MRD+)
Median 18.1 PPM

3 Month FU (52% MRD+)
Median 15.0 PPM

Not Sampled

MRD Status

MRD -

MRD +

KIM-1 ctDNA

Tang et al. Lancet Onc 2025
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Baseline ctDNA Tumor Fraction (log10)

Results – Baseline KIM-1 and ctDNA

𝑟 = 0.33
p = 0.0033
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Results – Baseline KIM-1 and outcomes
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HR (per Log10) = 2.2 (1.5-3.3), P<0.001 HR (per Log10) = 5.1 (2.5-10.2), P<0.001HR (per Log10) = 2.5 (1.5-4.1), P<0.001
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Results – Baseline KIM-1 and ctDNA

3-Month Follow-UpBaselineParameter
MultivariableUnivariable MultivariableUnivariable 

2.22 (1.09–4.51) 
P=0.03

3.22 (1.91–5.43) 
P<0.001

1.9 (1.0–3.6) 
P=0.041

2.5 (1.5–4.1) 
P<0.001

KIM-1 (per log10[pg/mL])

2.70 (1.09–6.67) 
P=0.03

4.42 (2.09–9.50), 
P<0.001

2.47 (1.1–5.6) 
P=0.03

2.8 (1.3–5.9) 
P=0.0089

ctDNA (MRD+ vs MRD–)



Chad Tang, MD

Results – K-COMPASS model

Selection 
frequency

Parameters

100%KIM-1 (per log10[pg/mL])
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100%Prior lines of systemic therapy at baseline (per line)
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66%Eastern Cooperative Oncology Group (ECOG) score (per 1 point)
66%Number of metastatic lesions at baseline (per 1 lesion)
55%Time from diagnosis to metastasis (per 1 month)

• Elastic net-based feature importance selecting top 6 out of 21 clinical 
variables. 

• Final K-Compass model consisted of these 6 variables fit with Weibull 
regression 

• K-Compass exhibited strong discrimination for STFS (C-index 0.76) and 
outperformed the clinical model (C-index 0.66)

Available at https://www.trialdesign.org/one-page-shell.html#K-COMPASS



Thank you
ctang1@mdanderson.org

10

Trial Team
Alexander Sherry
Arianna Salinas
Luyang Yao
Xiaolin Lu
Katie Williams
Raul Domingo
Kieko Hara
Kanishka Sircar
Aaron Seo
Haesun Choi
Ethan Ludmir
Giannicola Genovese

Biostatistics
Suyu Liu
Peng Yang
Xiaowen Sun

Chad Tang, MD

MDACC Med Onc Team
Nizar Tannir
Pavlos Msaouel
Amishi Shah
Eric Jonasch
Amado Zurita
Craig Kovitz
Omar Alhalabi
Sangeeta Goswami
Andrew Hahn
Matthew Campbell
Monica Desai
Andrew Johns

Myriad Team
Sarah Ratzel
Matthew LaBella
Ashley Acevedo
Chris Battey
Jeff Jasper
Dale Muzzey

Dana Farber Team
Wenxin (Vincent) Xu
Toni Choueiri
Clara Steiner
Liliana Ascione
Xiaowen Liu

Funding
CPRIT RP200669
NIH P30 CA016672
Myriad Genetics for ctDNA Assay

Special thanks to 
study patients and 
their families!


