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INTRODUCTION

 Accurate risk stratification after debulking surgery in
ovarian cancer remains challenging.

« Although surgical debulking status (SDS) and CA125 are
standard prognostic markers, patients remain at high risk
of recurrence despite optimal debulking and
normalization of CA125.

« Circulating tumor DNA (ctDNA) has emerged as a
sensitive biomarker for detecting molecular residual
disease (MRD).

« We evaluated the prognostic value of post-surgical
ctDNA compared with SDS and post-surgical CA125 in
predicting recurrence.
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METHODS

 In a prospectively collected cohort of ovarian cancer
patients undergoing standard-of-care treatment, we
evaluated 37 patients with a reportable post-surgical MRD
before initiation of adjuvant chemotherapy.

 Tumor-informed, patient-specific panels created from
whole genome sequencing of matched tumors and normal
samples were used to assess MRD (Precise MRD, Myriad
Genetics).

 Postoperative CA-125 was stratified using a standard
clinical cutoff of 35 U/mL.
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Figure 1: PFS and OS by post-surgical ctDNA Status

Figure 2: PFS and OS by post-surgical CA-125 Status
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recurrence in ovarian cancer, including patients with NGR, supporting

Its

role as a biomarker

of molecular

residual disease and

postoperative risk stratification along with CA125.
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