The Clinical Utility of Combinatorial Pharmacogenomic Testing for Patients with Depression: A Meta-Analysis
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BACKGROUND RESULTS

Pharmacogenomic testing has emerged as a possible Patient outcomes were significantly improved for patients with MDD whose care was guided by the specific When the open-label studies were assessed separately, symptom improvement and response were significantly
approach to make data-driven treatment decisions for patients combinatorial pharmacogenomic test results compared to unguided-care (Figure 1). improved in the combinatorial pharmacogenomic guided-care group versus unguided-care group (Figure 2).
with Major Depressive Disorder (MDD). Heterogeneity in effect size across studies was significant, but moderate, for symptom improvement, but When the analysis was restricted to RCTs, all 3 evaluated outcomes were significantly improved in the
However, there is mixed evidence for the utility of was not significant for response and remission. combinatorial pharmacogenomic guided-care group versus unguided-care group (Figure 2).
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The pooled mean effect of symptom improvement and pooled
relative risk ratio of response and remission were calculated

. CONCLUSIONS
using a random effects model.
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